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LightCycler® 480 Probes Master, 5 x 1 ml
LightCycler® 480 Probes Master, 10 x 5 ml
LightCycler® 480 Probes Master, 1x 50 ml
LightCycler® 480 Genotyping Master
LightCycler® 480 Control Kit

SimpleProbe 519 Labeling Reagent
LightCycler® 480 CYAN 500 Labeling Reagent

LightCycler® 480 ResoLight Dye, 1 ml

EMHIE S E2h Wbl ()5 2009 4534026895
gl R B IS WA BRA F
R Fi

04 909 631 001

04 707 516 001

04 887 352 001

04 707 494 001

04 887 301 001

04902 343 001

04 707 524 001

04710 924 001

04 687 132 001

04 764 153 001

04909 640 001

TR SRR IR 3T S0, TRV
SYBR Green |52 )i R

SYBR Green |2 W iR

PRETE A2 HEPCR SV FITRR

RETE A2 REPCRSUN FTRIR
PREE HEPCRIL B B
LRG3 B TR

J) %o B

T BARET Rt

CYAN 50048 R i)

DNARUEEHIFNZS & Yk




,\
‘I

X L Z i1 41 LightCycler® 480 1 & 7 77 % 694X57) ¢

oL R DNAZERRNA?

F 14tk F Ik
®  High Pure PCR Template Preparation Kit i JH T35 724100, 441, 41, BERE R ANBAEA Cat. No: 11796828001 (100 Yk 4iifk) ®  High Pure RNA Isolation Kit & fH T 72411, 4xifn. BERE K AN REEA Cat. No: 11828665001 (50 YX4lir)
*  High Pure Viral Nucleic Acid Kit 3& 1L . 1352 &% 4= i A Cat. No: 11858874001 (100 ¥k 4iifk) ®  High Pure RNA Tissue Kit i ] 74124 Cat. No: 12033674001 (50 ¥R4iifk)
e High Pure Viral Nucleic Acid Large Volume Kit 1% f M. 3% &4 MFEA Cat. No: 11754777001 (50¥k4fifk) ®  High Pure Viral RNA Kit & T . 1% & HAb AR REA Cat. No: 11858882001 (100 #Xlifk)
®  High Pure Plasmid Isolation Kit i ff T fUfiDNAf# Cat. No: 05114403001 (407K 4lifk) & AL LA
BT R 2 F LA & M RS, 75 Ui i www.roche-applied-science.com/napure

e  MagNA Pure LC mRNA Isolation Kit I il T-4s il 1L 40 i 2 355 I 40 ke A Cat. No: 03004015001 (192 /&k4E{L)
Bakaib.
®  MagNA Pure LC Total Nucleic Acid Isolation Kit & /I T3 . 1% &% 4> 1l FEA Cat. No: 03038505001 (192 K 4fi1k) I &
BT RN 2 A AR G R AR RS, 1515 www.magnapure.com e  RealTime Ready Cell Lysis Kit 1T & 0. R 40HEE A2 7 Cat. No: 05943523001 (5007 J i)

I FHHRWRA L - - BHIBHRPCRE—BEERFIPIE?

— DNAGR/ B Bk —Bk
e LightCycler®480 SYBR Green I Master Cat. No: 04707516001 (500 % i) ® Transcriptor First Strand cDNA Synthesis Kit RT-PCR RT-PCR
Cat. No: 04887352001 (5000 X5 %) e Transcriptor High Fidelity cDNA Synthesis Kit*
TRt SRR s B 2x WEAES R = TRE T R SR R Cat. No: 05081955001 (50 ¥ &3
- » b RIE ) & il : = Tl 2x WECRVR BRI — FRRAIA, DS RGO H BRI HFRRNAE TR B08 55 Cat. No: 05091284001 (100 72 1)
— PIFKRE: Kik750bp, #iE<500 bp - ER NARREAAR4/NN, 4eCRI R A4, T LR AR R T L RNASY T B L L S, (0, B L N N
— RO RTSN RBCEPCRI BACE FILLR N S G NorOORIO000L CO0TKR
- MgCLHE LA AL — KARNIEILY 45 AMBE (AOAMEHD +5 S bR ~ SLightCycler® 480 R AN MR Cat. No: 05081955001 (R, SOYCin)
& (k) — I, fffolizo (AT), BENLEIMINEIKLLE I 314 Cat. No: 05091284001 (iR L, 1000 )
SNEH IR IDNA G A £ Cat. No: 05081963001 (75 £, 20042 1T
B RRBR ®  Transcriptor Reverse Transcriptase .
. . ) . , Cat. No: 03531317001 (25 VK% V)
®  LightCycler® 480 High Resolution Melting Master Cat. No: 04909631001 (500 VX J= i) TR RNA W S A (B R Cat. No: 03531295001 (50 74 5% i)
. e Y
MRS, TSNP, At TIEME - bR R R A Cat. No: 03531287001 (200 KK F)
A R — TR 2x WREHJE BRI
—  WE R PERSER YR IResoLight® — dNTP A WAEFAUTPERATTP, LAB5E F 5 4 FEHBIR: KMRIREE (TagManRZUPL) <
—  J550&E & 5LightCycler® 4803 K4 145 A 48 —  RRMNINRIZ 75 Bl (A5SAMIEIR)
5% itk - PR Kiks00bp, HIES300 bp *  LightCycler® 480 RNA Master Hydrolysis Probes Cat. No: 04991558001 (500 reactions)
B — WL (Mn(OAc),) BLIEAA AT E 105 45 ~ BUR 27x WA RER, P Tth DNABSAT
PR E N — dNTP BT TdUTPEARATTP, LA
— AT A B R R A 8 (s GO i) V54
- PITFKE: Kik500bp — BRI EZ 40 43D (ASAMEFRD
R sl HybProbes, SimpleProbes2E T 5'-3' SH ) BEIE 4 R4 R TN — 4B HEERNAJE
5 ®  LightCycler® 480 Genotyping Master Cat. No: 04707524001 (384 IX JZ %) - MgCLKETLFHNM
— G TR RS LR A —  FHi N RGEACH24/NMY, 4°CRIAREAT AR, AR +
bp, ZEMMETE <350 bp, — ES3ULIRANEE R ﬁnlversl robeleary ORARERSH)
ik R BT ~ ANTP JRAMALHIAUTP TP, BLILHTS % - M s PRI RSN L -
fﬁﬁﬁ - MgCLIKEEE R AL ~ RURNEHIZ 50 4M6 (40MEFR) - ﬁﬁi"%ﬁ??ﬁfﬁ?)@ﬁww T LIRS AT T
— TR Sx WREEHVE B RNV - v % % . e
C ML RO, R ER . B R R Cat. No: 05114403001 (402K #iift)
o Universal ProbeLibrary Set, Human Cat. No: 04683633001 (190141
> aqVa >0 e Universal ProbeLibrary Set, FAl##504: 9 H 5% Z-i%i% 117 www.universalprobelibrary.com, Product List
*  LightCycler® 480 Probes M Cat. No: 04707494001 (500 Y% )%
ightCycler robes Master C::. NZ: 04887301001 ESOOO??&ELJ;‘J) i G RealTime ready Focus /Custom Panels & TR0 & B OKERED
Cat. No: 04902343001 (S000 X 1, 1 x 50 ml) — FITZFhqPCRAGI D BTN, T A TR 5 Sl . IR A LR ek bt
. . o - . — WHEFFREE, T T LightCycler 480f96-/384-FLAR Y, H—F-AR#E8 & A B ARS8 1 91 LA K
- Jjﬁ_ﬂ? TIPHRE R DNAKIIN, AdhetE, e ks - iYmTﬂiﬁﬁﬁﬁﬁM\ﬁy 4°CH] R A7 T4 » T AN 2R Universal ProbeLibraryti6}. 7% P kBBl B0 TG TN , S8 BT AL & 2 FLR .
BRERAH PCRECPIHA — DRI . KEARBEACDNA, #ERT ARSI T ICR RS A HTh i, At B 0L, (i
- P TKNE: Kik1000bp, #3ES500 bp - BA&5-3 AN S -
- RBUERERIER - dANTP REHALHUTPERATTP, LBRRS R PR A44H4L £3 P (24 Human Apopsosis, ABC AR TR PR IER B RIEREAIR,
— MgCLKRETLH AL - BRNVESEZ 40 50 (AOAMFFND Transporter, Nuclear Receptor, Cell Cycle, GPCR Panel%§ Bk H SSRGS iH

- TR 2x IRIEHUAF) R

http://www.roche-applied-science.com/sis/realtimeready/
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LightCycler480 Software 1.5 #4484/ (30D

F—En BAFE K ER

OverV|eW |

n rtual LightCycler 480 96 System |/ Not Connected Datahase: My Computer (Traceahle)

Window: Iovgmigw j User: System Admin

LightCycler?480 Software release 1.5.0

Version 1.5.0.39

.'
g
: &

i

@

®o/m]

Absolute Quantification

Exit: < LC480 ¥t

Log off: A B {8 A A% PR R B 3 mT 8 b FoAth PR S0 PR

Overview: pirZBERREEN “Overview” FLH

Navigator: ﬁf‘fﬂ? EIFREEAN “Navigator” FUE, FIHEATHER I FHEERE,

Save: mrixERHAT IR

Export: 5 H 4RI HHISCH
Close: %P M4BT FF RIS
Print: {THIAETITHRE X

Tools: ¥TF “Tools” FMH, FIHITHEEBHR, BNXMEERF, REARE, BF
BARERS RS, I H A5 HE

Help: EEHRMAMRA, BAENASHE
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New Experiment 51

& LightCycler?480 Software release 1.5.0

Temperature Targets

Instrument:  Virtual LightCycler 480 96 System | / Not Connected Datatl My Comyp [LLE
Window: INew Experiment j User: Systern Admin
Run Protocol | Data | Run Notes |

Setup

Detection Format [SYER Green I / HF = Block Size |96 Plate ID | Reaction Volume |20 E|:
Subset
Color Comp ID | Lot No | TestID |

Programs
Sample Program Name Cycles Analysis Made
Editor -
P Program 1 L None -

Target °C) Acquisition Mode = Hold (hh:mm:ss) | Ramp Rate (* | Acquisitions (per = Sec Target | Step Size ¢ Step Delay

<Ko@> Ko@>)

(o) 0 [{e] 0 fcycles)
b o5 *|Hone ~|oo:oo:o1 Zl4.4 : 2o S lo =
===
; _Overvie_w 14
® L E stimted-Time {trmm-ss} . ]
Apply
v End Program + 10 Cycles Start Run

O RNEeoH @ (Tl |

Subset
Editor

Sample
Editor

Kehoy

]

=
=
=
&

Run Module: %i%. 21TEEE PCREFAEFE PCR N HE

Subset Editor: RS E ATHAT TEK % E

Sample Editor: R#F/E#HATHmE BRHE

Analysis Module: Rifr#fTE RS ITEEE SRERSITER

Report Module: EFTREK AR URGHIEAS HER

Summary Module : EF LB AR, BFEZRERR, FTRANESF, Wl

X, WAARE. MOAKNAHRAAIER




=. Navigator FTH

& LightCycler?480 Software release 1.5.0

—

Hew ‘][ New Folder ][ Open J[ Rename }[ Pe.l.ete ‘}[ Copy ‘]

Instrument:  Virtual LightCycler 480 96 System | / Not Connected Datal My Comp U bl
Window: INavigalur j User: System Admin
Navigator Query | Experiment name: Demo Abs Quant with SYBR Gred ~ sD
Created on: 2007-10-18 8:38:15 [
=l 2] Roaot Created by: System Admin
- %] Administration Last modified on: 2008-1-31 15:34:43
0 b Last modified by: System Admin °=,
e Software version: HTC1 0.5.1.63
=[] Roche Revision history complets: No
=] Experiments
D Rur: Started at 2005-6-9 11:24:49 and completes
Instrument name: Pilot-510
@ Demo Dual Color Hypdrolysis Prabes Instrument 1D HTC. 510 ﬁ
{gg Demo Endpoini Genelyping PCA-Read e ey
{2 Demo Endpoint Genotyping Post-Read Mates: Detection Format: SYBR Green |
@ Dema Gene Scanning Abzolt (] ification wil dard dilutions it
{@ Demo Mel Curve Genaiyping Melting Curve Analysis to distinguish specific pry @
@ Demo Rel Quant Dual Color Programs
{g Dema Fiel Quant bona Color 1: Pre-incubation 1 cycle(s) None
@ Dema Tr Calling with HybProbe Prabes 2 Amplification 45 cyclels) Quan!
] Maoios 3 Melting Curve 1 cycle(s) Meltin
) Preferences 4 Cooling 1 cycle(s) None
[ Special Dala Block type: 304 wells
#-_] Templates
= System Admin Detection format:
fJ Experiments Mame: SYBR Green (‘
Integration time mode: Manual
1 Macros
-] Preferences Filter combinations:
# ] Special Data Active  Name
.| Templates Yes SYBR Green [483-533)
Analysis modules
1: Abs Quant/2nd Derivative Max [of type “Abs [
Created on; 2007-9-26 14:52:45 D
Created by: System Admin v
¢ ol —
Problem N N N N N [ Results Batch
[ Reporting ][ Import Export Batch Import Batch Export Export %

Import: |AN—AN3CH
Export: FH—NSCH
Batch Import: S A—H#EHE
Batch Export: 5 H—H#t53E
New: ¥ —ALIESCHR
o | New Folder: ¥rgt—A sk
Open: FTFF—A3CHF
Rename: E#fr4{

Delete: MIBREH K H A5
N Copy: #IEHRBRR

Note: B LR EIRFERE G ANBETRE, KN AKERSERENTHRE.
Z B RIS REEAR FPRE T ABER X R E R E&

L

BAFBAE
—. TIEAH



FIFF N, Windows #/F RS H 7 44 operator, #6554 LC480 (X 73K/
5, HWIERERE R, REENG FAEEE ™ Eir. WMREE, Sdis

“Exor4 for XDMS_R” By sUscib. SR 5 474 ek = bR, A e “Show” —
¥, AR s “Exor 4 server is running” FoREEE E NI, R BN “Exor

4 failed to start” W20 BV A N B, CPiZE O, A4t o EIbR, %
“Shutdown” —#%, BHEHEE, T Ad50 “Exord for XDMS T” X4, &g
iz,

SN M S “LightCyclerd80 Software” PR 77 AT, @47 % B AT
TN PR, H P AERINA admin CEEEERRD , %8524 LightCycler480 (X 41
KNG, P CE@E 4, Wn] LR RGHT P 428 5% .

—. APEHE

N TSI RARGEH, AT USRI
i FRAEA P (Standard User) « &Mk 7 (Expert User) « & ## (Local
Administrator) . —fgSLEeE @B TALH P (Expert User) P4, RELLZH 4
G RAFHEAT SEES A o

BESLHH P HEEAE . $TJT LightCyclerd80 #1E 44, ﬁfﬁﬁ}ﬂﬂﬁ%’%ﬂﬂ F “Tools”
T HA%, #%F “User Access/Users and Groups” 1E3i. #EA7i4 % H b i “New User”
B, fE414 “Enter the user’s full name” —=HESH P44, £ “” Enter the name
the user wants to log in as” —#*4ES H 7 B34, £ “Enter the user’s password” —#4=H %
NEW CERAEE 6 ML EFEE, 1AM R, HPFERDb—NFRERE) , 1E
“Confirm the password” — A= HE I — X%, ML, 7E “Select the user’s
role” —F2HEEEH P g, ARG st N7 “Close” &1L LATHIA o

7 «Tools” TELEE Y «System Settings” ST b AT LA B 46 FE 24 AL,
L B L

=. EER
FRUOTHL , = Bshid T vint Bffe . Bisad, Sei A MasiT 224k,
WA THEAR, AR R AT AR Sk R BRI, ANRERCE SNV, 50 B JE ks

.

M. B SRR

FTFF LightCycler480 #AE#F, EBZIJJ%E‘%EﬁiE[ Jﬁ?’%ﬂ, yEid
A New Experiment/Run Protocol /7 W B 71l . f£ “Detection Format” —4=H k£ {{

New Experiment




R A, Al BES IR EE G Rl WH W) SYBR Green | Z4£l. Mono Color

Hydrolysis Probe ¥.{% TagMan 7K fi#2#5%1. Multi Color Hydrolysis Probe £ { TagMan 7K fif
Setup

< Detection Format |Multi Color Hydrolysis Prokbe v
| | b

> ize¥ y N 7 TN ST Y
CEHAT 40055 PCR SE0ait, ot LSO e ke o b e Ko
Y L

Detel%un Format Multi Color Hydrolysis Probe

rIntegration Time Mode

t# Dynamic (" Manual

=

(=l | (=] [<l|[=]| =]} &

.| Filter Combination

Cyan 500 {450-500)

FAM (483-533)

YIC / HEX / YellowS55 (523-568)

Fed 610 (355-510)

Cy &5 (615-670)
fﬁeamun Volume [20 5 — RS g NARFH

7E “Programs” FiiiH & B SLIGFEF: £ “Program Name” N A& FREF, “Cycles”
—FEWNIEHSZEFREHE, £ “Analysis Mode” —FUEFZAETF I, E&5
Mrie$E “Quantification” , ik N2 0 HTik P “Melting Curves” , Bt MESLIGIERE
“Color Compensation”

1M1t “Temperature Targets” SN ETTEERETFHINE, f& “Target (C)”
AN HERIRE,  “Acquisition Mode” AbiEH(E 5 REFH X, “Hold” —HIHEZEE
FrFFSERIRT ], “Ramp Rate('C/s)” AbES FFRFIRER GF: W HARIRE N 50°C AR
i, N TR AR, WU BRI R I 4 1.5°C/s L) o W—MEFH 2N

%, J{E Temperature Targets ﬁﬁﬁﬁE@'J&‘Ejﬁ. MWD R, n] b BN ET sk
..ﬁ%’_@%%/g RGN . W— A28 a2 M F, WAlfE “Programs” SLHI A

1JUU'5jLﬁ. WnARER, n] fids bR S A SR RS R T

LI R B G, E R “Overview” FLTH N £ H 3h /4 B i B B s [a] A8 AL i
B2k, CAEASTIZ AT (], SRR s RER NG5 M IR [A] 2. AT UK R
B E— TR E 2R IER.




& LightCycler?480 Software relea:

a
x

X

Instrument:  Virtual LightCycler 480 96 System |/ Not Connected Datal My Comy R ch)
Window: INew Experiment j User: System Admin
Experi- Run Protocol | Data Run Notes | 5
ment Setup [id
Detection Format IMulci Color Hydrolysis Probtj Block Size |96 Plate ID | Reaction Volume |20 3: —
Subset °=
et | | Color Comp 1D [ Lot No | TestID | P
Programs
Sample Program Name Cycles Analysis Mode
Editor = ﬁ
@ pre-denature 1 —~ |Wone hd
plimplification 40 SlQuantification |
y A Melting Curve % Melting Curves -
Cooling 1 “Ilone - @
v | —
epo
Amplification Temperature Targets ]
Sum Target (°C) Acquisition Mode Hold (hh:mm:ss) Ramp Rate " | Acquisitions (per ° | Sec Target *| Step Size ° Step Delay —
Cs) 0 9 9 (cycles) P
@ 95 *|none 00:00:10 4.2 = 0 S0 =]° =
PGD *single ~|00:00:30 =Hz.2 - =o =o =o = [—
®
[
Overview ID.I
10| e
2
@ G
g R
: 40
© nodoo 0.05:40 01652 02703 03715 0.47:26 05738 1:07:33 11734
Estimated Time [h:mm:ss]

- Apply
 Template | ~ End Program + 10 Cycles Start Run

Save As

. Template

BB A S

[

__{__P}L%T?Jﬁ*ﬁ*ﬁi#, A R R R SRR I T LU . R

PREEAEUNTR . 5 i (emelate 452 21 A0 1) R L&k, ZErP “Save As Template” £, #
G ER NG SLIGFE P AR SO RAFAE TS SR P 4R “Templates” H 3, P kI
AR T H3 “Run Templates” ~, S ZETFEBCSCHFRIARR, md “ V7 %
BH BN 58 ARATE AR eI ] fidy “Apply Template” #2481, M H SR ok 5 i
PR, iy “ v 7 250

fi. HARE

1. FEARILA1gm4E: LightCyclerd80 BRI — AN AhAE HIAF A g 45 B D) it —— 419w 4
(Subset Editor) , RIS SR _E A BOAE AR FH P 5 2200 O 4, 6 I 4L REAT A7 3t
IHTE R . FARERIEIT

4 “New Experiment” St st DUl A Subset BB ST, i)

PR, et S ot O ety s A, ot O
PTik e WA A FR, i “Delete” #40 v MlER T E W 4H . W B W4: 7E Subsets 5t




i B B AL, 18 AT SRR LA A 5 % 0 LT A A T LR, T 2 1
SR I o o, oy OB g g o .

= LightCycler?480 Software release 1.5.0 -10] x|
Instrument:  Virtual LightCycler 480 96 System 1/ Not Connected Database: My Computer (Research)
Window: INew Experiment j User: System Admin
— Subsets
X ID |Name |Bnalysis [Report |
1 411 Samples
2 HEY samples =
Subset
Editor
_ .
- .
LI =] =
@0 @ o) (Do)

BB WL AT DAL B S AR ESCBL 2 M T H RSe86, AR IX S I H 1) SLi8ia
TR PR — 20 CXAEMEH] TagMan KRS LLECE 5 SEBL) » l 3Rl ot A #4945 %
H B FEXT E, BRIIT, 50 S ZH AT LSO % AGr I 35t H #EAT A

2. MRS

A i New Experiment ﬁfﬁE@lﬂ'?ﬁ%ﬂiﬁEﬁﬁiﬁﬁo 7E “Workflow” —FA7E k%
SEERTT %R
Abs Quant: %t € B E M HT: Rel Quant: FHXF €& Scanning: FEK4AH:
Color Comp: ZifathME; Tm: (SRR ; Melt Geno: I g i £k 5L R 7 2
Endpt Geno: % fiikFEH Y.
|—5tep 1: Select Workflow

(" Abs Quant ( Rel Quant ( Scanning ( Color Comp
(" Tm (" Melt Geno (" Endpt Geno

1t Select Samples/Subset 12 i H 3% & -7 Z i (1A A 7. 4H -



Step 2: Select Samples———
|;uhset: IHBv sanples j

FE S A 7 9 48 SR AS 1) 44 P D 1P 55«

Pos: FEASYE 96 FLAR B 384 FLiR L EabRfIE; Repl Of: EEMAKE;

Sample Name: FEA 4 FR: Quantification Sample Type: TEFEAZA, Concentration: ¥
£, Target Name: & ilZ&%y,

—Select Filter Comhinations Abs Quant
7 483533 [~ 558.610 {Units |
Pos | Color | Repl Of| Sample Quantification Concentration | Target
Name Sample Type Name
y 21| STD1 Standard ~|1.00E2 HEV
iz | B STDZ Standard 1.00E3 HEV
51| 0 STD3 Standard 1.00E4 HEV
5z | STD4 Standard 1.00ES HEV
ci| 0 [0 HNegative Control HEWV
C2 . Pozitiwve |(Positive Control HEW
vi | D1 |Samplel |Unknown HEWV
vz | B Il |Samplel |Unknown HEWV
1| B El |Samplez |Unknown HEW
ez | B El |SampleZ |Unknown HEV
ri| B Fl |Sample3 |Unknown HEW
rz | B F1 |Sample3 |Unknown HEV
c1| B Gl |Sample4 |Unknown HEW
cz | B G1 |Sampled |Unknown HEV
H1 | 0 H1 |Sample5 |Unknown HEW
Hz | 0 Hl |SampleS |Unknown HEV

TERHAT 40 8 AT SLIR I, S 5L AREAGRMES (—R4 25D o PIPEXT

ML BHPEXTRR . REIFEAR . SAEARM AT S L “Sample Name” H )iy 4 215
(STD Fontritiit. NC FoRBITEXT IR, Positive 267~ FHPEXGT IR . Sample 27425 K6 i) A

HIFEAD , AT L ATk

7£ “Quantification Sample Type” —#= N 75 Z0T & FEA KRB AT BT b 4R (BnifE
fhik Standard 287, BHMEXT IR Negative Control 287 . BRI X IR 1% Positive Control 2%
B RFIFEAIL Unknown Z88Y) , bAMPRIHES: R SRR FERIFRTERE A, HBE N
Standard 287 Ji5 18 75 /E Concentration — 2 FR X 84 v i 43 73 8 e FEAH B IR B, BA R AE
Abs Quant/Units 3E 5 HE HH 35 5 AH B (1) FE B, 40 copiess pg .

7t Target Name —#=H1 o] DU 5 2k il SL 46 Fr Bk I () Fa br, G0 C Wi s &m0
. WITRES.



WS R W B A REAR, T7E Repl Of —#:HhHE ZAEA L T B 2 EEA K
JEbrs R, REESEEIRS, ARESHEERAZ) .

AT 2 2 28 PCR &I SZEG,  IFE Select Filter Combinations — 2% H % 52 546
METE, 7 AT A G

FERATEVER I SCIR T, 2 5L MR BAVER I PP REIFEA . WA
RN, SR B

—Select Filter Comhinations Abs Quant

7 483533 [~ 558.610 {Units |
Pos | Color | Repl Of| Sample Quantification Concentration | Target

Name Sample Type Name

a1 “ Samplel |Unknown ATV
iz | Samplez |Unknown ATV
51| B Sample3 |Unknown ATV
Bz [ | Sampled |Unknown LIV
ci| B SampleS |Unknown ATV
Cz [ | Samplef |Unknown LIV
ri| B Sample? |Unknown ATV
Dz [ | Sampled |Unknown LIV
1| B Sample? |Unknown ATV
Ez [ | Sampled |Unknown LIV
Fi| B SampleS |Unknown ATV
Fz [ | Sampleld |Unknown LIV
1| B Samplell |Unknown ATV
G2 [ | SamplelZ |Unknown LIV
H1 | B + Positive Control ATV

b HZ [ | - Hegative Contr = LIV

N BITER
ST AR R, BIE TS, BRI A “New

Experiment” %ifi, ﬁ%ﬁ:mﬂiﬁ%ﬂ, W MR LA TN ZS , A3C2s 3 AL IE T A0
LED 4T & At s (A A ek th, B A NILRX A S5 “Start Run” %41, 45
Bk — X UEAE SN P 4% S0 St 4, DMRAFSEER S5 IR . — e e 7 DA (] 4y
4, DAITEH G AR sziG4E 5, 41 20080816-HBV-1, 20080817-AIV-2 25, fy44 s i i
WEE, BRI URIEAT T, EEfT e n MR 2R B OB 5 5 AL 2k . ikt
Z Kt PCR SE4G, AI{EZ IS “Fluorescence History” ST A b 1 $ 2 B ) 46
ANF EIRE @ TE , DLyl R H A B



R IsAT it i, A RTURIEFRZ, it “+10 Cycles” $#4HIG N IEAEIZ 1T
e 10 MEFR, Wl Lldid “End Program” #4114 (L IEEIZAT IO TRE R, BLEEHENT

TR
. BdEaiT GEtERER)

Analysis
KRBT B, ,@ﬂfﬁﬁEﬁlﬂﬁ‘Jfﬁ%ﬂ%*ﬁ%&ﬁo 8 1 IF LightCycler480

BAF, &E%%E,ﬁﬁiﬁﬂﬂﬂgﬁ, BE Navigator FHUFH, £ H M N € 2 Al
C eI, S N7 “Open” #2441, BN U4 AT ITSE96 3CfF,  miadi 20

e, BEAN AT A .

7£ “Create new analysis” % 11PN o~ 1 ] 4d B #9208 7 3%,
analysis” & N B8 BT T ZE R N 2.
BT R A E

ol L% Abs Quant 70 #r Bhfg,  HAT AR HrAR X,

£ “Open existing

2I"Id

Derivative Max [ i K3k F9EM0 Fit Points Sl &5 2@ M D aes Y s 2Bk il

HE, FHP AT LB ATIR SR A AL I FR B AT 4L (Subset) , LA fir

P8 VA (7S RN

(Name) .

R IESEN

£ Analysis St 1% $% Abs Quant / 2™ Derivative Max, fidi “Calculate” #%4H, ‘£
i Cp e, e A FraEs, RN A= plebriE dh 2k, Jf Hat 5 S R AR B AE .
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T o

S AN SIS T 4T T LightCyclerd80 %, 8 s Jm i 4 I b,

N
BEA Navigator ST, £E H b P g S AT ﬁﬁi??‘?ﬁ%%ﬂ, HFER
HFIXAFR A RALE, il “Save” JZHDR U
T HUEBA SO B SR 5% #T9T LightCyclerd80 8, il 3t)a miidi

@Iﬂﬁ, #EN Navigator SHT I, 75 H W A& E B S H SO ER e, &
~
ﬁiﬁ%%ﬂ, 1E “Select Folders” — #2701k g PR AF T H SO B =%, '535

5, K P 3 iSO B sk 2 A M AE, IEEEJE)\ “Target” F1,
M “Browse” eI T H SO EAZION H 3%, ST “Next” A
“Options” 1, LBEATFESHEESCHRE “v 7, HAWATEE S H SO RIPRS] .
B “Next” $%4, #EN “Start” Fimm, i “Next” $%4l, BSR4 5 H R
FURAS, SEAUEEEN “Done” Fii, WonSH SCHRIHE . St “Done” $Z4A1AfIA .

SR SCA 7v: $TTT LightCycler480 #4t:, &E%%E,ﬁﬂﬂi@lﬂ@ﬁ,
HE\ Navigator SRS, 78 H W Nk e s2i0 e, 55 ™7 “Import” 3241, &€ FT
BSOS, S “Open” #4H, BEISNZ .

SN I BT S 5 7T LightCyclerd80 #d:, mIh& )G i

Wl@ﬁ, it Navigator SRS, 7£ H W A% e SL8esCF, /T N7 “Batch
Import” #%4H, HEN “Source” Fitif, siili “Add” FEHIE E FF TN SO FTAE ) SCHE
e, il “Next” #4241, #EN “Target” Fiif, ke ilE SNSRI, S
“Next” #5l3E N “Start” FLif, iy “Next” #%4l, #EAN “Status” Fti, HimS
A, EefaiEN “Done” FhT, AERUCTFASCHFHA, i “Done” ik,

T, BRUER

00— 5B L AR P 0 SRR A4 6 RSy, AT
P T AR BRI . SRRSO SR T DL S0 b
ARG TR, TR, H A 0 RS R R IR
STSEIRRIT. E ST SR T DL S — R b i LA

BRI IR A7 DT B DL B AR AOREAIET RS R, 4 T
o S ERIRS RR, AR T “Std Curve (In run) AU B



, & “Save as external” I, Ay ASREMLL, HKEFHARAET Special
Data\Std Curve SCAFJE TR, midh “ v 7 $ZAAfA .
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AT AR B R A, HRELR DL Cp AR ZERMER IR E R Z T . PCR FHHHLE,
BRI R ANE AL BRI P 5| P01 PCR & 4 2% 22 e AN 0.1 ifE LR, mldEAT A ALLAH
XE B, B FHEERE mRNAKFRIAEEBIIESR, R EY 8tz Rl
0.1, WIASREAE AR E B HE (A5 WIAEAR 22 ST R S 5 I 2 4 SRk 2 56 BT i
ERSED o HBUXFMERE, HiE— BTG, ARMNARR, T IERRE
ST 0.1 vk RAESRAEN EEEE, T 2.

HEATAHALAR NS o8 B INF, W] [R5 22N B R R (Rl — AN KRR AT L. R
K. =AkEA, 20 —ANE F I Reference Gene, AN FHEEE A Target A Al Target
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P AR T A A IS R AL Subset 4
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Pos | Color Repl Of | Sample Name| Combined Sample and | Concentration Target Name Efficiency
Target Type

a1 . i Samplel FEef PosCalibrator Reference Gene 2.00
L2 . i1 Samplel Ref PosCalibrator Reference Gene Z.00
L3 . i1 Samplel Ref PosCalibrator Reference Gene Z.00
Lg . L4 Samp lel FEef Unknown Feference Gene 2.00
AL . g Samp lel FEef Unknown Feference Gene 2.00
LG b4 Sawp lez Eef Unknowh Reference Gene 2.00
L7 . L7 Samplel Fef Unknown Reference Gene Z2.00
L5 A Sampled Ref Unknown Reference Gene Z.00
A9 . L7 Samp led FEef Unknown Feference Gene 2.00
Al0 A10 HNC Fef HNegative Feference Gene 2.00
aiil . aino C REef HNegatiwve Reference Gene 2.00
Aiz aino C REef HNegatiwve Reference Gene 2.00
E1l . Bl Samplel Target PosCalibrator Target Gene A Z.00
Bz . Bl Samplel Target PosCalibrator Target Gene A Z.00
B3 . Bl Samplel Target FPosCalibrator Target Gene A 2.00
E4 . B4 Sawp lez Target Unkhnouwn Target Gene L 2.00
ES . B4 Sawp lez Target Unkhnouwn Target Gene L 2.00
E6& B4 Samplel Target Unknown Target Gene A Z.00
E7 . B7 Samplel Target Unknown Target Gene A Z.00
ES B7 Samp led Target Unknown Target Gene A 2.00
ES . B7 Satp led Target Unkhnouwn Target Gene L 2.00
E10 E10 C Target Nedgative Target Gene L 2.00
E11 . E10 NC Target Negatiwve Target Gene A Z.00
Elz E10 NC Target Negatiwve Target Gene A Z.00
C1 . c1 Samplel Target FPosCalibrator Target Gene B 2.00
c2 . c1 Sawmplel Target PosCalibrator Target Gene B =.00
C3 . c1 Samplel Target PosCalibrator Target Gene B 2.00
c4 . c4 Samplel Target Unknown Target Gene B Z.00
5 . c4 Samplel Target Unknown Target Gene B Z.00
(o4} c4 Samp lel Target Unknown Target Gene B 2.00
c7 . c7 Samp led Target Unknown Target Gene B 2.00
ca 7 Satp led Target Unkhnouwn Target Gene B 2.00
9 . c7 Sampled Target Unknown Target Gene B Z.00
cio 1o NC Target Negatiwve - Target Gene B Z.00
c11 . c10 HNC Target Negative Target Gene B 2.00
C12 c10 HNC Target Negative Target Gene B 2.

7t Repl of —#= IS H 2 H 250 FIFEAR R EEbR S, anfE A2 Fl A3 A k4T Al fir
FEA P I 5, )”Uf A2 1 A3 MEI’J Repl of —#=1H5 A1 BIT[,

7t Sample Name —F2IEE AL, R, RERLME R RN, B2 Ha
ZAMHERREARL . i AL, BL. Cl %Lu, E%mﬁﬁfﬂﬂﬁélﬁ%\ |47 3G AN [ ) 2
K, BTN IR AR AR R G, BT LE Sample Name — A2 A IH S 41 R IFEA 44, AT LA
RIgt s “Ctrl+C” | Reference Gene (UFEA 4, RJA FHHEAL “Ctrl+V” RNk % Target
Gene A fl Target Gene B AL H, DIF{RFT a4 —8. A4h, —eBEREBERENRSE
K, BEHBERNAERYAZE, RN PCRERKIRTE, —MKar4 A NCENTC

(No Template Control)

£ Sample Type —#=H1 73 RS FEAR BRI R AL . T 5 5k DR A Al AL A7 350 1 4
H Reference )24, SEELR AL I LA 20184877 Target B84, o B, Hrok
Samplel ({2 81% y Calibrator BRFRHEREAS, TEANNS & EIIHER, HERARY 5ZFRHER:
AT, DMSRIER R A 8 2 a0/ EEE . — ] UK Sge o i 2 o0 R A
Ve NRAEREA, GBI ARRRIZ8Y) Ay By CACFE—JIb4uly, Hef —Hthgnp 2 % 5%



F5, WAHKIER, WA 4P A EE AT & 9 brEREA Calibrator, & 2GR
B 5 ZFEARAT LR T IX L b PR ZH IR AR SR B S5 AT DLk 58 2 Unkown,  Fan il 7 28 2 A (1)
FLAI 2 % N Reference Unknown, A58 S X ) £ LAz 28 71 3% 4 Target Unknown.  BF 44X
FERE A AT AR 4 L B FH 51 0 AN TR 3k 52 282 Reference Negative F1 Target Negative..

7t Target Name — A= HHIE S LK 44, anbL B-actin fE A& K EF B, A
FFIEIFEA ) Target Name —A=3IHS B-actin; T #EIE R DAL RHE, a1 B

Efficiency EKiAN 2.00. UL EFEAS#H 72 M)E, BIE PCR MR, HIAME/TX
&, TSN

Analysis
S E RS, ﬁf}ﬁ%E@IUE‘JTﬁ?’%ﬂ, HENA AT 5L, %3 Relative Quantification

MR, A TR AL B AT AR AR S B A
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ST g R, IR AN 5 AT LR B % R A 2R R 50 Target
Unknown %, Reference Unkown K& — I SEEG /0 &b SR o 5 H B0 BH 14 %o BRORE AR 7= A= BH 1
PR I R, — 2 BT Tm Calling 204, & — FIEfRAhZklg, LAE—5 04T
G R . i RIEAE A28 PCR Hbrd =40 r) Tm (E—2,  RIAGFI#E FH % PCR
PUG R BE Y, T e e AR, BRI Y ) A S E AT SR SR A
KPR 2604 PCR BARY B 2y Tm A —F, WA AT RS 514 — kel Ak 4
SY WP R N, HEAE e R R, BN S HE R R

AN, St Calibrator FRAEFREAS 1) Z I R AEEIE R LY 101G, B Sk
THE 4

2. {ERAINE &

PR HERA AN R B2 TR PCR 3 SRR B L RN € B 5k, HRE AL AL
JEIA PCR M AR M RAEIF S R G 2 5 R ik i &, P H 45 R e s A3
BRI o

HIERBEMLExT e BHR, RRFEARBLLS TivdER, WF:



Pos | Color Repl Of | Sample Hame | Combined Sample and | Concentration Target Name
Target Type
Al . Al SJamplel Ref PosCalibrator Reference Gene
Az . Al SJamplel Ref PosCalibrator Reference Gene
A3 . Al SJamplel Ref PosCalibrator Reference Gene
AL . AL Eh:mplez Fef Unknown Reference Gene
LS . AL SJamplez Fef Unknown Reference Gene
L AL SJamplez Fef Unknown Reference Gene
A7 . A7 SJamplel Fef Unknown Reference Gene
LS A7 SJamplel Fef Unknown Reference Gene
A9 . A7 SJamplel Fef Unknown Reference Gene
A10 A10 3TD1 Ref Standard 1.00EDQ Reference Gene
A11 . A1D 3TD1 Ref Standard 1.00EDQ Reference Gene
AlZ A1D 3TD1 Ref Standard 1.00EDQ Reference Gene
Bl . Bl 3TDz Ref Standard 1.00E1 Reference Gene
BZ . El 3TDz Ref Standard 1.00E1 Reference Gene
B3 . El 3TDz Ref Standard 1.00E1 Reference Gene
B4 . B4 STD3 Ref Standard 1.00E3 Reference Gene
EBS . B4 STD3 Ref Standard 1.00E3 Reference Gene
EBa& B4 STD3 Ref Standard 1.00E3 Reference Gene
B7 . B7 3TD4 Ref Standard 1.00E4 Reference Gene
EB& EB7 3TD4 Ref Standard 1.00E4 Reference Gene
B9 . EB7 3TD4 Ref Standard 1.00E4 Reference Gene
E10 E10 NC Ref Negatiwve Reference Gene
E11 . E10 NC Ref Negatiwve Reference Gene
E1z2 E10 NC Ref Negatiwve Reference Gene
c1 . c1 SJamplel Target PosCalibrator Target Gene B
c2 . c1 SJamplel Target PosCalibrator Target Gene B
3 . c1 SJamplel Target PosCalibrator Target Gene B
c4q . c4q SJamplez Target Unknown Target Gene B
ch . c4q SJamplez Target Unknown Target Gene B
Ch c4q SJamplez Target Unknown Target Gene B
c7 . c7 SJamplel Target Unknown Target Gene B
ca c7 SJamplel Target Unknown Target Gene B
ca . c7 SJamplel Target Unknown Target Gene B
c10o c10o ITD1 Target Standard 1.00E0 Target Gene B
c11 . c10 ITD1 Target Standard 1.00E0 Target Gene B
c1z2 c10 ITD1 Target Standard 1.00E0 Target Gene B
D1 . D1 3ITDZ Target Standard 1.00E1 Target Gene B
D2 . D1 3ITDZ Target Standard 1.00E1 Target Gene B
D3 . D1 3ITDZ Target Standard 1.00E1 Target Gene B
D4 . D4 ITD3 Target Standard 1.00E3 Target Gene B
D5 . D4 ITD3 Target Standard 1.00E3 Target Gene B
SThR Tarmet Standard nnF= Tarmet ene R

H-ZW‘{D' EF'i"‘jJHT STD1. STD2. STD3. STD4 m/\ CPRAES T, HAEE ZOGERR I A
(PR AR A Ref Standard, 78 #EJE RIS FH R A Sl Target Standard, 7
Concentration — =71 73 HIE S X L8 “FrufEdh 7 RO E <ﬁ%i&ﬁ$%‘/&ﬁ%é@i&ﬁ, X sk
P v i PRI P A 2 R AR Y ﬂu%z”r/l\ﬁ—ﬂ: AT SRR R RS, B FIEE
BUBL K] ) 51 W 0o i S R 2 A RS GIEAT 71, T X IX 28 7E Concentration HYEE S K
AR X SR A ik B =80 w], BP 1. 10, 100. 1000 1. 0.1. 0.01. 0.001
\ BAE A DLE LIRSS “FrufEdh 7 VEHbRERT 2R, THEAS AR 51 ¥/ PCR ¥ 35K



Analysis
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Calculate

Quantification 73 #Tdl, s - T2 R AT A2 R AH X 78 B s

FEE, FHEAR “SpEER” WHJVMERERTY ¥, SEmirEmErER, F
B TEEBEYE, FMR T R8IE R ERE B R HATH M.

] DAFEBEAT FEARAAE G 8 B S E DU, e R AR IR BE e e RE A AT R FE AR RS, 1
B PCR Y B ACR, NE bt th 2 0rAy (FEARHEM T U7 siddy “Std Curve (In

run)” A i sk

E RSO EE , fEor i S s “std Curve (In run)” EIFRA MR S
sk, % “Std Curve (External)” W S ERAFHIPRAERNZE, DLMESR S SIMIP RS S
AR B B . IXFE AT I b B R SR
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